<varml version="1.0" encoding="utf-8" >

<hml xi:schemalocation="http://schemas.nmdp.orgfspec/hmi/ 1.0.1

http: ffschemas. nmdpoorg/spec/hmif1.0.1/hmi-1.0.1.x5d" version="1.0,1" project-name="REG_CONFIRM_CBU"
wmins si="http/Sewwow 3org 2001/ XMLSchema-instance” amins="http:/fschemas.nmdp.org/spec/hmif1.0.17>
<hmlid root="001" extension="436463-2021-7-14" />

<reporting-center reporting-center-id="001" />

<sample id="sample id 1" center-code="">

<oollection-method>Filter Paper from Segment</collection-method

<typing gene-family="KIR" date="2021-07-14">

<allele-assignment date="2021-07-14" allele-version="2.6.0" allele-db="IPD/KIR">
<glstring>KIR2DL1*POSAKIR2DL2*FOSAKIRZDLI* NEGAKIR2DLA* POSAKIR2DLS* POSARIR2DS1*NEG KIR2DS2 *POSAKI
R2D53* P05 KIRZ D54 POS KIRZD55* NEG KIRIDLI*POSAKIRIDLZ* POS KIR3IDLI* POSKIRIDS 1*NEG A KIRZDP1*POS
AKIR3DP1*POG</glstring>

<fallele-assignments

<typing-method=

<sbi-ngs test-id-source="Histogenetics™ test-id="MiSeq" locus="KIRZDL1" /=

<sbt-ngs test-id-source="Histogenetics™ test-id="MiSeq" locus="KIRZDL2" />

<shbt-ngs test-id-source="Histogenetics™ test-id="Mi5eq" locus="KIRZDL3" />

<sbt-ngs test-id-source="Histogenetics™ tast-id="Mi5eq" locus="KIRZDL4" />

<sbt-ngs test-id-source="Histogenetics” test-id="MiSeq" locus="KIRZDLE" />

<sbt-ngs test-id-source="Histogenetics" test-id="MiSeq" locus="KIRZDS51" />

<sbt-ngs test-id-source="Histogenetics™ test-id="MiSeq" locus="KIR2D52" />

<sht-ngs test-id-source="Histogenetics™ test-id="MiSeq" locus="KIRZD53" >

<sbt-ngs test-id-source="Histogenetics” test-id="MiSeq" locus="KIR2D54" />

<sbi-ngs test-id-source="Histogenetics™ test-id="MiSeq" locus="KIRZDS55" />

<sht-ngs test-id-source="Histogenetics™ test-id="MiSeq" locus="KIR3DL1" />

=<sbi-ngs best-id-source="Histogenetics" test-id="MiSeq" locus="KIRIDL2" />

<sbt-ngs test-id-source="Histogenetics" test-id="MiSeq" locus="KIR3DL3" />

<sht-ngs test-id-source="Histogenetics™ test-id="MiSeq" locus="KIR3ID51" />

<sht-ngs test-id-source="Histogenetics™ test-id="MiSeq" locus="KIRZDP1" />

<sbi-ngs test-id-source="Histogenetics™ test-id="Mi5eq" locus="KIR3DP1" />

<ftyping-method>

<ftyping>

<fsample>

<sample id="sample id 2" center-code="">

<oollection-method=>Filter Paper from Segment</collection-method>

<typing gene-family="KIR" date="2021-07-14">

<allele-assignment date="2021-07-14" allele-version="2.6.0" allele-db="IPD/KIR"=>
<glstring>KIR2DL1*POSAKIRZDL2 *NEG KIRZDLI*POS KIR2DLA®* POSMKIRZDLS* POS KIR2 D51 *POSKIR2ZDS2* NEG K]
R2D53*POSKIR2D54* POSMKIRZ 0SS * POSAKIRIDLL* POSHKIRZDL2 *POSAKIRIDLI*POSKIRIDS1* POSAMKIR2DP1* POSA
KIRIDP1*POS</Rlstring>

</allele-assignments

<typing-method>

<sbt-ngs test-id-source="Histogenetics™ test-id="MiSeq" locus="KIRZDL1" />

<sbt-ngs test-id-source="Histogenetics™ test-id="MiSeq" locus="KIR2DL2" />

<sbt-ngs test-id-source="Histogenetics” test-id="MiSeq" locus="KIR2DL3" />

<sht-ngs test-id-source="Histogenetics™ test-id="Mi5eq" locus="KIRZDL4" />

<sbt-ngs test-id-source="Histogenetics" test-id="MiSeq" locus="KIRZDLS" />

=sbi-ngs test-id-source="Histogenetics™ test-id="MiSeq" locus="KIRXD51" />

<sbt-ngs test-id-source="Histogenetics" test-id="MiSeq" locus="KIRZDS2" />

<sbt-ngs test-id-source="Histogenetics™ test-id="MiSeq" locus="KIR2D53" />

<sht-ngs test-id-source="Histogenetics™ test-id="MiSeq" locus="KIRZD54" />

<sht-ngs test-id-source="Histogenetics™ test-id="MiSeq" locus="KIR2D55" />

<sbt-ngs test-id-source="Histogenetics” test-id="MiSeq" locus="KIR3DL1" />

<sbt-ngs test-id-source="Histogenetics" test-id="MiSeq" locus="KIRIDL2" />

<sbt-ngs test-id-source="Histogenetics™ test-id="MiSeq" locus="KIRIDL3" />



<sbi-ngs test-id-source="Histogenetics™ test-id="MiSeq" locus="KIRID51" />
<sbt-ngs test-id-source="Histogenetics™ test-id="MiSeq" locus="KIRZDP1" />
<sht-ngs test-id-source="Histogenetics™ test-id="Mi5eq" locus="KIRIDP1" />
<typing=-method>

<ftyping>

< fsample>

</hml=



